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The Cancer Genome Atlas (TCGA) Project
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For example, a TCGA study found the basal-like
subtype of breast cancer to be similar to the
serous subtype of ovarian cancer on a molecular
level, suggesting that despite arising from
different tissues in the body, these subtypes may
share a common path of development and
respond to similar therapeutic strategies.

TCGA revolutionized how cancer is classified by
identifying tumor subtypes with distinct sets of
genomic alterations*

TCGASs identification of targetable genomic
alterations in lung squamous cell carcinoma led
to NCI's Lung-MAP Trial, which will treat
patients based on the specific genomic changes
in their tumor.
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Precision Medicine Initiative
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Human Tumor Atlas Network (HTAN) Project

Leading Edge

The Human Tumor Atlas Network:
Charting Tumor Transitions across
Space and Time at Single-Cell Resolution
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Personalized Cancer Management
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Nature genetics 45(2013): 1113-1120.

UNDERSTANDING PRECISION MEDICINE

In precision medicine, patients with tumors that share the same
genetic change receive the drug that targets that change, no
matter the type of cancer.
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Thanks for your kind attention!



